In the title compound, C 15 H 16 N 2 O 5 , the dihedral angle between 1,3-diazinane and benzene rings is only 4.27 (1) . The essentially planar molecular structure is characterized by a short intramolecular C-HÁ Á ÁO separation and by an exceptionally large bond angle of 138.25 (14) at the bridging methine C atom. The methoxy groups deviate somewhat from the plane of the benzene ring, with C-C-O-C torsion angles of À15.6 (1) and 9.17 (6) . In the crystal, molecules form centrosymmetric dimers via donor-acceptorinteractions, with a centroid-centroid distance of 3.401 (1) Å .
Related literature
For the biological activity of 1,3-diazinane derivatives, see: Negwar (2001) ; Tanaka et al. (1986 Tanaka et al. ( , 1988 . For the use of pyridine-type ligands in catalysis models, see: Roodt et al. (2011) ; van der Westhuizen et al. (2010) . For related structures, see: Panchatcharam et al. (2009) ; Rezende et al. (2005) . For the synthesis, see: Prajapati et al. (2006) . For standard bond lengths, see: Allen et al. (1987) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT-Plus (Bruker, 2008); data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenberg & Putz, 2005) ; software used to prepare material for publication: WinGX (Farrugia, 1999) .
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5-(3,4-Dimethoxybenzylidene

Comment
Barbituric acid is the parent compound of barbiturate drugs, although by itself it is not pharmacologically active (Negwar et al., 2001) . Benzyledenebarbituric acids are important building block in the synthesis of pyrazolo-[3,4]-1,3-diazinane derivatives which shows broad-spectrum biological activities (Tanaka et al., 1986 and 1988) . We also synthesized some of the benzyledene barbituric acids which were successfully used to prepare pyrano[2,3-d]-and furopyrano[2,3-d] 1,3-diazinane derivatives (Prajapati et al., 2006) . The title compound having molecular formula C 15 H 16 N 2 O 5 can be prepared by the condensation of barbituric acid and 4,5-dimethoxybenzaldehyde. The bond C5-C6 of 1.453 (2) Å is longer than C3-C5 bond of 1.365 (2) Å that indicates C3-C5 as a formally double bond. This is in accordance with the literature (Panchatcharam et al. 2009 and Rezende et al. 2005) .
Experimental
Mixture of N,N-dimethylbarbituric acid (0.50 g, 3.2 mmol) and 4,5-dimethoxy benzaldehyde (0.53 g, 3.2 mmol) in ethanol (10 ml) was stirred at room temperature until completion of the reaction (monitored by TLC). The solids that precipitated during the course of the reaction were filtered and washed with diethyl ether (5 ml). The precipitate was subsequently dissolved in hot acetonitrile. Upon cooling to room temperature with a slow evaporation of the acetonitrile the crystals (mp 229-230 °C) suitable for single-crystal X-ray diffraction were obtained. 1, 56.1, 56.2, 110.4, 114.2, 116.6, 125.9, 132.6, 148.4, 151.4, 154.4, 159.2, 161.1, 163 .3.
Refinement
The aromatic H atoms were positioned geometrically and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (parent) of the parent atom with a C-H distance of 0.93. The methyl H atoms were placed in geometrically idealized positions and constrained to ride on its parent atoms with U iso (H) = 1.5U eq (C) and at a distance of 0.96 Å; their torsion angles were optimized from electron density Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) Atomic displacement parameters (Å 2 )
0.0140 (6) 0.0205 (8) 0.0140 (7) −0.0057 (6) −0.0022 (5) −0.0026 (6) C2 0.0151 (6) 0.0175 (7) 0.0130 (7) −0.0061 (6) −0.0020 (5) −0.0008 (6) C3 0.0134 (6) 0.0152 (7) 0.0116 (7) −0.0049 (5) −0.0022 (5) 0.0006 (5) C4 0.0129 (6) 0.0161 (7) 0.0135 (7) −0.0035 (5) −0.0013 (5) −0.0022 (6) C5 0.0138 (6) 0.0149 (7) 0.0135 (7) −0.0058 (5) −0.0027 (5) 0.0013 (6) C6 0.0128 (6) 0.0156 (7) 0.0128 (7) −0.0041 (5) −0.0024 (5) −0.0010 (5) C7 0.0148 (6) 0.0137 (7) 0.0141 (7) −0.0048 (5) −0.0006 (5) −0.0028 (5) C8 0.0136 (6) 0.0147 (7) 0.0134 (7) −0.0061 (5) −0.0014 (5) 0.0009 (5) C9 0.0134 (6) 0.0164 (7) 0.0124 (7) −0.0042 (5) −0.0015 (5) −0.0023 (6) C10 0.0172 (7) 0.0137 (7) 0.0167 (7) −0.0040 (5) −0.0024 (5) −0.0032 (6) C11 0.0161 (6) 0.0151 (7) 0.0160 (7) −0.0070 (6) −0.0023 (5) 0.0012 (6) C12 0.0216 (7) 0.0140 (7) 0.0201 (8 
